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OSIRIS as an Open, Flexible CRIS for Distributed Scientific 

Infrastructures: Insights from its Deployment in de.NBI*

Martinique Frentrup1, Sina Barysch2, Dominic Koblitz1, Julius Witte1 and Julia Koblitz1
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Why does de.NBI need a CRIS?

Overview of:
• Expertise in the network
• Workplaces and working groups
• Engagement of people within the 

de.NBI and ELIXIR network
• Funded projects and people 

involved
• Latest publications
• Conference participations and 

contributions
• Training and other co-located 

events

• Network of ~ 200 members with diverse 
interests providing infrastructure (e.g. 
de.NBI Cloud) to community

• Networking between partners 
challenging in a dynamic scientific field

• Administration Office has to report to 
funders regularly

• Difficult to keep overview of activities
*de.NBI = German Network for Bioinformatics Infrastructure

Why OSIRIS?
• Sustainable as open-source software
• Individual adjustments can be done independently
• Can be hosted within the network

Internal Network

The de.NBI network is 
distributed across 

Germany, including 43 
institutes. ELIXIR Germany 

represents the network 
within the European 

ELIXIR Research 
Infrastructure

The Administration Office can easily draw 
statistics, visualizations and informations from OSIRIS.


